nologies are being used to characterize the pathogen, reevaluate the ecology and epidemiology of the disease, and study host-parasite interactions. In this article, we will focus on the use and the potentials of these technologies to clarify the taxonomy of the pathogen, describe the pathogen population structure in single plants or fields, and investigate the molecular events occurring in the hostparasite interactions.
The Dlsease
Bacterial blight is found worldwide and is particularly destructive in Asia during the heavy rains of the monsoon season. In many Asian countries, bacterial blight has become endemic on rice following repeated cultivation. Reduc- Bacterial blight is a vascular disease resulting in tannish gray ta white lesions along the veins (Fig. I) . Under field conditions, symptoms usually are observed at the tilleting stage; disease incidence increases with plant growth, peaking at the flowering stage (Fig. 3) . A more severe form of the disease, kresek, may develop if roots or leaves are damaged and infected during transplanting at the seedling stage (Fig. 4) (37) found that the leaf btight and streak pathogens were distinct from other X.
camg~strfs pathovars and proposed that they be reclassified as a separate species.
X. oryzae, consisting of the pathovars oryzap and oryzicolo. Fatty acid analysis (361, serological analysis with monoPlant Qlsease/January 1993 5
